S2
S5 Figure S3 . A) Normalized CD melting transitions at 265 nm of QFP sequence variants, wild-type (red), C-mutant (blue), G-mutant (orange), and U-mutant (purple), in a buffer containing 50 mM MES-LiOH, pH 7.0, 3 mM KCl, and 40 wt% PEG200. B) Temperature-dependent CD spectra of QFP sequence variants in a buffer containing 50 mM MES-LiOH, pH 7.0, 3 mM KCl, and 40 wt% PEG200. RNA concentrations at measurements were 10 μM except U-mutant (20 μM). The arrows represent the direction of the signal changes as the temperature is decreased at the rate of 0.2 ˚C min -1 . Inset shows signal intensities (10 5 deg cm 2 dmol -1 ) at 265 nm (X-axis) vs. 242 nm (Y-axis). Figure S4 . CD spectra of 5 μM QFP sequence variants, wild-type (A), C-mutant (B), and G-mutant (C), at 37 ˚C in a buffer containing 50 mM MES-LiOH, pH 7.0, and 3 mM KCl in the presence (blue) and absence (red) of 40 wt% PEG200. Figure S5 . Fluorescence spectra of N-methyl mesoporphyrin (NMM) mixed with reporter mRNAs (A) or full-length hERα mRNAs (B) containing QFP sequence variants, wild-type (red), A-mutant (green), C-mutant (blue), G-mutant (orange), and U-mutant (purple) or without mRNA (pink). NMM (5 μM) was mixed with mRNAs (1 μM) in a buffer containing 30 mM HEPES, pH 6.8, and 100 mM KCl at 37 ˚C. Fluorescence spectra were measured from 550 nm to 750 nm with 1 nm (A) or 2 nm (B) step using 400 nm excitation. mRNAs were refolded from 90 ˚C at the rate of 1 ˚C min -1 before mix with NMM. Figure 
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